Summative Il of SIID229 - Gross Anatomy Laboratory I
Region VI: Abdomen
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2. A superior mesenteric a.

3. W pancreas

4. gn celiac trunk

5. Un cisterna chyli

6. N fundus of gallbladder

7. AU A = cecum, B = right colic flexure
8. fn ascending colon

9. Un visceral surface of spleen

10. Un A = median umbilical fold, B = lateral umbilical fold
11. Un fissure for ligamentum venosum

12. gn inferior mesenteric v.
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WA stomach

WA portal v.

KN root of mesentery proper

719 A = jejunum, B = colon

WA A = inferior vena cava, B = descending aorta
WA A = M. Iliacus, B = M. Psoas major, C = M. Quadratus lumborum
A renal hilum

3719 longitudinally bisected kidney

KA transverse colon

Un suprarenal gland

Wn ureter

WA A = femoral n., B = obturator n., C = lumbosacral trunk
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9. WUBNANLAUDY parasympathetic system fin1Usznaulululszamsiingn

f1. 39UBNTD structure NUN

2. 29UBN tributary NMNAUDY structure N1tn
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n. 39UBNTD structure AN

9. WUDAAINULN structure ﬁ@ﬂ LN1EUU posterior abdominal wall
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93uende structure ﬁl}um W%amz‘q vertebral level 71 structure T diaphragm

A= e 320U vertebral [evel ...

B = e 580U vertebral level ...,

39uUan content Meluduiin laa1n anterior T posterior

29 Weu diagram Wans longitudinal section of kidney
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